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Legend: 

nrm SV 40 genomic sequences (position # 5092-160) ' ' LDLR-cDNA sequence 
■H EF-la [vyfffl Transferrin 7CDNA sequence p uc 119 



FIGURE 2 



1 AGAGGCTGCGAGC ATG GGG CCC TGG GGC TGG AAA TTG CGC TGG ACC 
l^Met Gly Pro Trp Gly Trp Ly s Leu Arg Trp Thr 

47 GTC GCC TTG CTC CTC GCC GCG GCG GGG ACT GCA GTG GGC GAC AGA 
12>Val Ala Leu Leu Leu Ala Ala Ala Gly Thr Ala Val Gly Asp Arg 

92 TGT GAA AGA AAC GAG TTC CAG TGC CAA GAC GGG AAA TGC ATC TCC 
27>Cys Glu Arg Asn Gl u Phe Gin Cy s Gin Asp Gly Ly s Cy s Me Ser 

137 TAC AAG TGG GTC TGC GAT GGC AGC GCT GAG TGC CAG GAT GGC TCT 
42>Tyr Ly s Trp Val Cy s Asp Gly Ser Ala Glu Cys Gin Asp Gly Ser 

182 GAT GAG TGC CAG GAG ACG TGC TTG TCT GTC ACC TGC AAA TCC GGG 
57>Asp Glu Ser Gin Glu Thr Cys Leu Ser Val Thr Cys Ly s Ser Gly 

227 GAC TTC AGC TGT GGG GGC CGT GTC AAC CGC TGC ATT CCT CAG TTC 
72>Asp Phe Ser Cys Gly Gly Arg Val Asn Arg Cys Me Pro Gin Phe 

272 TGG AGG TGC GAT GGC CAA GTG GAC TGC GAC AAC GGC TCA GAC GAG 
87>Trp Arg Cys Asp Gly Gin Val Asp Cys Asp Asn Gly Ser Asp Glu 

317 CAA GGC TGT CCC CCC AAG ACG TGC TCC CAG GAC GAG TTT CGC TGC 
102^Gln Gly Cys Pro Pro Lys Thr Cys Ser Gin Asp Glu Phe Arg Cys 

362 CAC GAT GGG AAG TGC ATC TCT CGG CAG TTC GTC TGT GAC TCA GAC 
117>Hls Asp Gly Lys Cys Me Ser Arg Gin Phe Val Cys Asp Ser Asp 

407 CGG GAC TGC TTG GAC GGC TCA GAC GAG GCC TCC TGC CCG GTG CTC 
132>Arg Asp Cys Leu Asp Gly Ser Asp Glu Ala Ser Cys Pro Val Leu 

452 ACC TGT GGT CCC GCC AGC TTC CAG TGC AAC AGC TCC ACC TGC ATC 
147>Thr Cys Gly Pro Ala Ser Phe Gin Cys Asn Ser Ser Thr Cys He 

497 CCC CAG CTG TGG GCC TGC GAC AAC GAC CCC GAC TGC GAA GAT GGC 
162^Pro Gin Leu Trp Ala Cys Asp Asn Asp Pro Asp Cys Glu Asp Gly 

542 TCG GAT GAG TGG CCG CAG CGC TGT AGG GGT CTT TAC GTG TTC CAA 
177>Ser Asp Glu Trp Pro Gin Arg Cys Arg Gly Leu Ty r Val Phe Gin 

587 GGG GAC AGT AGC CCC TGC TCG GCC TTC GAG TTC CAC TGC CTA AGT 
192>Gly Asp Ser Ser Pro Cys Ser Ala Phe Glu Phe His Cys Leu Ser 

632 GGC GAG TGC ATC CAC TCC AGC TGG CGC TGT GAT GGT GGC CCC GAC 
207>Gly Glu Cys Me His Ser Ser Trp Arg Cys Asp Gly Gly Pro Asp 

677 TGC AAG GAC AAA TCT GAC GAG GAA AAC TGC GCT GTG GCC ACC TGT 
222>Cys Lys Asp Lys Ser Asp Glu Glu Asn Cys Ala Val Ala Thr Cys 
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722 CGC CCT GAC GAA TTC CAG TGC TCT GAT GGA AAC TGC ATC CAT GGC 
237^Arg Pro Asp Gl u Phe Gin Cy s Ser Asp Gly Asn Cy s Me His Gly 

767 AGC CGG CAG TGT GAC CGG GAA TAT GAC TGC AAG GAC ATG AGC GAT 
252>Ser Arg Gin Cy s Asp Ar g GI u Ty r Asp Cy s Ly s Asp Met Ser Asp 

812 GAA GTT GGC TGC GTT AAT GTG ACA CTC TGC GAG GGA CCC AAC AAG 
267^Glu Val Gly Cy s Val Asn Val Thr Leu Cy s Gl u Gly Pro Asn Ly s 

857 TTC AAG TGT CAC AGC GGC GAA TGC ATC ACC CTG GAC AAA GTC TGC 
282>Phe Lys Cys His Ser Gly Gl u Cy s Me Thr Leu Asp Ly s Val Cy s 

902 AAC ATG GCT AGA GAC TGC CGG GAC TGG TCA GAT GAA CCC ATC AAA 
297^Asn Met Ala Arg Asp Cys Arg Asp Trp Ser Asp Gl u Pro Me Lys 

947 GAG TGC GGG ACC AAC GAA TGC TTG GAC AAC AAC GGC GGC TGT TCC 
312>Glu Cys Gly Thr Asn Gl u Cys Leu Asp Asn Asn Gly Gly Cys Ser 

992 CAC GTC- TGC AAT GAC CTT AAG ATC GGC TAC GAG TGC CTG TGC CCC 
327>His Val Cys Asn Asp Leu Lys Me Gly Ty r Gl u Cys Leu Cys Pro 

1037 GAC GGC TTC CAG CTG GTG GCC CAG CGA AGA TGC GAA GAT ATC GAT 
342>Asp Gly Phe Gin Leu Val Ala Gin Arg Arg Cys Gl u Asp Me Asp 

1082 GAG TGT CAG GAT CCC GAC ACC TGC AGC CAG CTC TGC GTG AAC CTG 
357>Glu Cys Gin Asp Pro Asp Thr Cys Ser Gin Leu Cys Val Asn Leu 

1127 GAG GGT GGC TAC AAG TGC CAG TGT GAG GAA GGC TTC CAG CTG GAC 
372>Glu Gly Gly Ty r Lys Cys Gin Cys Gl u Gl u Gly Phe Gin Leu Asp 

1172 CCC CAC ACG AAG GCC TGC AAG GCT GTG SIC CCI SAX AM ACI SIS 
387>Pro His Thr Lys Ala Cys Lys Ala Val Val Pro Asp Lys Thr Val 

1217 AQA XSS ISX SCA SIS ICS SAS CAX SAS GCC AST MS TSC CAS AGT 
402>Arg Trp Cys Ala Val Ser Gl u His Gl u Ala Thr Lys Cys Gin Ser 

1262 TXC £S£ SAC CAI MS AM ASC SIC AH CCA TCC SAX SSI CCC AST 
417>Phe Arg Asp His Met Lys Ser Val Me Pro Ser Asp Gly Pro Ser 

1307 SIX SCI ISI SIS AAS AM SCC ICC XAG CH SAI ISC AIC ASS GCC 
432>Val Ala Cys Val Lys Lys Ala Ser Ty r Leu Asp Cys Me Arg Ala 

1352 AH SCS SCA AAC SM SCS SAI SCI SIS ACA CIS CAI GC& SSI US 
447 ► I I e Ala Ala Asn Gl u Ala Asp Ala Val Thr Leu Asp Ala Gly Leu 

1397 SIS TAX SAI SCI !AC US SCI CCC AAI AAC CIS AAS CCI SIS SIS 
462>Val Tyr Asp Ala Ty r Leu Ala Pro Asn Asn Leu Lys Pro Val Val 

1442 G£A GAS XXC TAX OSS ISA MA SAG GAT CCA CAS ACT TTC TAX TAT 
477>Ala Glu Phe Tyr Gly Ser Lys GIu Asp Pro Gin Thr Phe Tyr Tyr 
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1487 ££T GTE SCI GTS £I£ MS AAS SAX A£T SSC HC CM MS MS CAS 
492^Ala Val Ala Val Val Ly s Lys Asp Ser GJy Phe Gin Met Asn Gin 



1532 £22 £GA £££ AAS AAS ICC ISC CM! ACS SSI CIA SSS ASS ICC SCI 
507>Leu Arg Gly Lys Lys Ser Cy s His Thr Gly Leu Gly Arg Ser Ala 

1577 SSS SSS MS ASS CCC AIA SSC HA CH IAC SSI SAC HA CS SAS 
522>Gly Trp Asn Me Pro Me Gly Leu Leu Ty r Cy s Asp Leu Pro Gl u 

1622 SCA CSX AAA CCT CH SAS AAA SCA SIS SCC AAX EEC HC ICS SSC 
537>Pro Arg Lys Pro Leu Gl u Lys Ala Val Ala Asn Phe Phe Ser Gly 

1667 ASC SSI SCC Cd SSI SCS SA1 SSS ACS SAC HC CCC CAS CSS TGI 
552>Ser Cy s Ala Pro Cys Ala Asp Gly Thr Asp Phe Pro Gin Leu Cy s 

1712 £AA CSS 1ST CCA SSS SSI SSC SSC SSC ACS CSX A&C CAA IAC TTC 
567>Gln Leu Cys Pro Gly Cys Gly Cys Ser Thr Leu Asn Gin Ty r Phe 

1757 SSC IAC ICS SSA SCC HC AAS SSI CSS AAS SAS SSI SCI SSS GAT 
582>Gly Tyr Ser Gly Ala Phe Lys Cys Leu Lys Asp Gly Ala Gly Asp 

1802 SSS SCC HI SIC AAS CAC ICS Ad AIA HI SAS AAC US SCA AAC 
597>Val Ala Phe Val Lys His Ser Thr Me Phe Gl u Asn Leu Ala Asn 

1847 AAS SCI SAC ASS SAC CAS IA1 SAS CSS CH SSC CIA SAC AAC ACC 
612^Lys Ala Asp Arg Asp Gin Tyr Gl u Leu Leu Cys Leu Asp Asn Thr 

1892 CGG AAS CCS SIA SA1 SAA IAC AAS SAC SSC CAC SSS SCC CAS SSS 
627>Arg Lys Pro Val Asp Gl u Tyr Lys Asp Cys His Leu Ala Gin Val 

1937 SCI SSI CAI ACC SSS SSS SCC CSA AGI ASS SSC SSC AAS SAS SAC 
642^Pro Ser His Thr Val Val Ala Arg Ser Met Gly Gly Lys Glu Asp 

1982 TTG ASS SSS SAS CH £X£ AAC CAS SCC CAS SAA CAI SH SSC AAA 
657^ Leu Me Trp Glu Leu Leu Asn Gin Ala Gin Glu His Phe Gly Lys 

2027 SAC AAA SSA AAA SAA HC CAA CIA HC ASC SSI CC1 CAI SSS AAS 
672>Asp Lys Ser Lys Glu Phe Gin Leu Phe Ser Ser Pro His Gly Lys 

2072 GAC CSS CSS TTT AAS SAC SSI SCC CAC SSS SH HA AAA SSS CCC 
687^Asp Leu Leu Phe Lys Asp Ser Ala His Gly Phe Leu Lys Val Pro 

2117 CCA ASS ASS SA1 SCC AAS ASS IAC CSS SSC IAI SAS IAI SSS ACI 
702>Pro Arg Met Asp Ala Lys Met Tyr Leu Gly Tyr Glu Tyr Val Thr 



2162 S£C ASS CSS AAI CIA CSS SAA SSC ACA SSC CCA SAA SCC CCA ACA 
717>Ala Me Arg Asn Leu Arg Gi u Gly Thr Cys Pro Glu Ala Pro Thr 

2207 GAT GAA TGC AAG OCT GTG AAG TGG TGT GCG CTG AGC CAC CAC GAG 
732>Asp Glu Cys Lys Pro Val Lys Trp Cys Ala Leu Ser His His Glu 
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2252 ASS £2£ MS XLzX SAI SAG TGG AGT GTT AAC AGT GTA GGG AAA ATA 
747>Arg Leu Ly s Cy s Asp Gl u Trp Ser Val Asn Ser Val Gly Lys Me 

2297 GAS ISI SIA ICA SCA SAS ACC ACC SM SAC ISS AXC SSS MS AXS 
762>Glu Cys Val Ser Ala Gl u Thr Thr Gl u Asp Cy s Me Ala Lys Me 

2342 ATS MX SSA SM SSI SAX SCC MS ASS T3S SAX SSA SSS HI SIS 
777>Met Asn Gly Gl u Ala Asp Ala Met Ser Leu Asp Gly Gly Phe Val 

2387 T&£ AIA SSS SSS MS XGX SSL SSS S2S SSX SIS US SCA SM ME 
792>Ty r Me Ala Gly Lys Cys Gly Leu Val Pro Val Leu Ala Glu Asn 

2432 I^S MI MS ASS SAI MI ISI SAS SAI ASA SSA SAS SSA SSS TAT 
807>Tyr Asn Lys Ser Asp Asn Cys Glu Asp Thr Pro Glu Ala Gly Ty r 

2477 m SSI SIA SSA SIS SIS AAS AM ISA SCI IC1 SAS SIS ASS TGG 
822^Phe Ala Val Ala Val Val Lys Lys Ser Ala Ser Asp Leu Thr Trp 

2522 SAS AAX SIS AM SSS AAS AAS ICS IGC SAI ACS SSA SH SSS ASA 
837>Asp Asn Leu Lys Gly Lys Lys Ser Cys His Thr Ala Val Gly Arg 

2567 ASS SSI SSS ISS AAS AIS SCS AIS SSS CIS CIC IAC AAI AAS ATC 
852>Thr Ala Gly Trp Asn Me Pro Met Gly Leu Leu Ty r Asn Lys Me 

2612 AAC SAS TGC ASA HE SAI SM HI US AS£ SM SSI IS1 SCC CCT 
867> Asn His Cys Arg Phe Asp Glu Phe Phe Ser Glu Gly Cys Ala Pro 

2657 SSS TCI AAS AM SAC ICS ASC SIS ISI AAS SIS IS! AIS SSS XCA 
882>Gly Ser Lys Lys Asp Ser Ser Leu Cys Lys Leu Cys Met Gly Ser 

2702 SSS SIA AAS SIS IS1 SM CCC AAC AAC AM SAS SSA IAS IAS SSS 
897>Gly Leu Asn Leu Cys Glu Pro Asn Asn Lys Glu Gly Ty r Tyr Gly 

2747 IAC ACA SSS SCI HC ASS ISI SIS SIX SAS AAS SSA SAI SIS SCS 
912^Tyr Thr Gly Ala Phe Arg Cys Leu Val Glu Lys Gly Asp Val Ala 

2792 HI SIS AM CAC CAS Ad SIC CCA CAS AAC ACI SSS SSA AM AAC 
927>Phe Val Lys His Gin Thr Val Pro Gin Asn Thr Gly Gly Lys Asn 

2837 CCX SAI CCA ISS SCI AAS AAI CIS AAI SM AM SAC TAX SAS US 
942>Pro Asp Pro Trp Ala Lys Asn Leu Asn Glu Lys Asp Tyr Glu Leu 

2882 CIS ISS SIX SAI SSI ASS ASS AM CCI SIS CAS SAS IAI SCS AAC 
957>Leu Cys Leu Asp Gly Thr Arg Lys Pro Val Glu Glu Tyr Ala Asn 

2927 ISS CAC CIS SCS ASA SCC CCS AAI CAC SCI SIS SIS ASA CSS AM 
972^Cys His Leu Ala Arg Ala Pro Asn His Ala Val Val Thr Arg Lys 

2972 GAT AAG GAA GCT TGC GTC CAC AAS ATA TTA CGT CAA CAG CAG CAC 
987>Asp Lys Glu Ala Cys Val His Lys Me Leu Arg Gin Gin Gin His 
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3017 C2& TTT QGA £G£ AAC S2& A££ 
1002^ Leu Phe Gly Ser Asn Val Thr 



3062 TT£ CSS 2£G Saa aCC MS GAC 
1017^Phe Arg Ser Gl u Thr Ly s Asp 

3107 TQI US SCC aaa CH Cai S^C 
1032^Cys Leu Ala Ly s Leu His Asp 



SAC ISC ICS CSC AAC TTT TQI TTG 
Asp Cys Ser Gly Asn Phe Cy s Leu 

CT1 CIS HC ££A SAI sac ££A GTA 
Leu Leu Phe Arg Asp Asp Thr Val 

asa aac aca lai sm am lac m 

Arg Asn Thr Tyr Gl u Ly s Tyr Leu 



3152 ssa qm saa tat 

1047>Gly Gl u Gl u Tyr 

3197 acc ica ica ctc 

1062^Thr Ser Ser Leu 



sic aas sci sh ssi aac 

Val Lys Ala Val Gly Asn 

cis saa sec isc aci nc 

Leu Gl u Ala Cys Thr Phe 



cis asa aaa isc tcc 

Leu Arg Lys Cys Ser 

CGT ASa CC1 TAAAATCT 
Ar g Arg Pro 



3244 CAGAGGTAGGGCTGCCACO^GGTGAAGATGGGAA^ 



3304 GGTTTCACTGGCCCAAGTGGTT^ 

3364 ATGTGTGCTGAACAAAAAATAAAAATTATTATTGATTTTATATT 
3424 AGCCC 
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Legend: 

Qm SV 40 genomic sequences (position t 5092-150) \ 1 LDLR-cDNA sequence 

EF-la fcV#1 Trans f err in-cDNA sequence pUC 119 
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1 AGAGGCTGCGAGC ATG GGG CCC TGG GGC TGG AAA TTG CGC TGG ACC 
l>Met Gly Pro Trp Gly Trp Ly s Leu Ar g Trp Thr 

47 GTC GCC TTG CTC CTC GCC GCG GCG GGG ACT GCA GTG GGC GAC AGA 
12>Val Ala Leu Leu Leu Ala Ala Ala Gly Thr Ala Va I Gly Asp Arg 

92 TGT GAA AGA AAC GAG TTC CAG TGC CAA GAC GGG AAA TGC ATC TCC 
27>Cys Glu Arg Asn Glu Phe Gin Cy s Gin Asp Gly Ly s Cy s Me Ser 

137 TAC AAG TGG GTC TGC GAT GGC AGC GCT GAG TGC CAG GAT GGC TCT 
42>Tyr Ly s Trp Val Cy s Asp Gly Ser Ala Glu Cy s Gin Asp Gly Ser 

182 GAT GAG TCC CAG GAG ACG TGC TTG TCT GTC ACC TGC AAA TCC GGG 
57>Asp Glu Ser Gin Glu Thr Cys Leu Ser Val Thr Cys Lys Ser Gly 

227 GAC TTC AGC TGT GGG GGC CGT GTC AAC CGC TGC ATT CCT CAG TTC 
72>Asp Phe Ser Cys Gly Gly Arg Val Asn Arg Cys lie Pro Gin Phe 

272 TGG AGG TGC GAT GGC CAA GTG GAC TGC GAC AAC GGC TCA GAC GAG 
87>Trp Arg Cys Asp Gly Gin Val Asp Cys Asp Asn Gly Ser Asp Glu 

317 CAA GGC TGT CCC CCC AAG ACG TGC TCC CAG GAC GAG TTT CGC TGC 
102^Gln Gly Cys Pro Pro Lys Thr Cys Ser Gin Asp Glu Phe Arg Cys 

362 CAC GAT GGG AAG TGC ATC TCT CGG CAG TTC GTC TGT GAC TCA GAC 
117^His Asp Gly Lys Cys lie Ser Arg Gin Phe Val Cys Asp Ser Asp 

407 CGG GAC TGC TTG GAC GGC TCA GAC GAG GCC TCC TGC CCG GTG CTC 
132>Arg Asp Cys Leu Asp Gly Ser Asp Glu Ala Ser Cys Pro Val Leu 

452 ACC TGT GGT CCC GCC AGC TTC CAG TGC AAC AGC TCC ACC TGC ATC 
147>Thr Cys Gly Pro Ala Ser Phe Gin Cys Asn Ser Ser Thr Cys Me 

497 CCC CAG CTG TGG GCC TGC GAC AAC GAC CCC GAC TGC GAA GAT GGC 
162>Pro Gin Leu Trp Ala Cys Asp Asn Asp Pro Asp Cys Glu Asp Gly 

542 TCG GAT GAG TGG CCG CAG CGC TGT AGG GGT CTT TAC GTG TTC CAA 
177>Ser Asp Glu Trp Pro Gin Arg Cys Arg Gly Leu Ty r Val Phe Gin 

587 GGG GAC AGT AGC CCC TGC TCG GCC TTC GAG TTC CAC TGC CTA AGT 
192>Gly Asp Ser Ser Pro Cys Ser Ala Phe Glu Phe His Cys Leu Ser 

632 GGC GAG TGC ATC CAC TCC AGC TGG CGC TGT GAT GGT GGC CCC GAC 
207»Gly Glu Cys Me His Ser Ser Trp Arg Cys Asp Gly Gly Pro Asp 

677 TGC AAG GAC AAA TCT GAC GAG GAA AAC TGC GCT GTG GCC ACC TGT 
222>Cys Lys Asp Lys Ser Asp Glu Glu Asn Cy s. A I a Val Ala Thr Cys 
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722 CGC CCT GAC GAA TTC CAG TGC TCT GAT GGA AAC TGC ATC CAT GGC 
237>Arg Pro Asp Gl u Phe Gin Cy s Ser Asp GJ y Asn Cy s Me His Gly 

767 AGC CGG CAG TGT GAC CGG GAA TAT GAC TGC AAG GAC ATG AGC GAT 
252>Ser Arg Gin Cy s Asp Arg Gl u Ty r Asp Cy s Ly s Asp Met Ser Asp 

812 GAA GTT GGC TGC GTT AAT GTG ACA CTC TGC GAG GGA CCC AAC AAG 
267>Glu Val Gly Cy s Val Asn Val Thr Leu Cys Glu Gly Pro Asn Ly s 

857 TTC AAG TGT CAC AGC GGC GAA TGC ATC ACC CTG GAC AAA GTC TGC 
282>Phe Lys Cy s His Ser Gly Glu Cys Me Thr Leu Asp Ly s Val Cys 

902 AAC ATG GCT AGA GAC TGC CGG GAC TGG TCA GAT GAA CCC ATC AAA 
297>Asn Met Ala Arg Asp Cys Arg Asp Trp Ser Asp Glu Pro Me Lys 

947 GAG TGC GGG ACC AAC GAA TGC TTG GAC AAC AAC GGC GGC TGT TCC 
312>Glu Cys Gly Thr Asn Glu Cys Leu Asp Asn Asn Gly Gly Cys Ser 

992 CAC GTC TGC AAT GAC CTT AAG ATC GGC TAG GAG TGC CTG TGC CCC 
327>His Val Cys Asn Asp Leu Lys Me Gly Ty r Glu Cys Leu Cys Pro 

1037 GAC GGC TTC CAG CTG GTG GCC CAG CGA AGA TGC GAA GAT ATC GAT 
342>Asp Gly Phe Gin Leu Val Ala Gin Arg Arg Cys Glu Asp Me Asp 

1082 GAG TGT CAG GAT CCC GAC ACC TGC AGC CAG CTC TGC GTG AAC CTG 
357>Glu Cys Gin Asp Pro Asp Thr Cys Ser Gin Leu Cys Val Asn Leu 

1127 GAG GGT GGC TAC AAG TGC CAG TGT GAG GAA GGC TTC CAG CTG GAC 
372^Glu Gly Gly Tyr Lys Cys Gin Cys Glu Glu Gly Phe Gin Leu Asp 

1172 CCC CAC ACG AAG GCC TGC AAG GCT GTG GGC TCC ATC GCC TAC CTC 
387>Pro His Thr Lys Ala Cys Lys Ala Val Gly Ser Me Ala Tyr Leu 

1217 TTC TTC ACC AAC CGG CAC GAG GTC AGG AAG ATG ACG CTG GAC CGG 
402^Phe Phe Thr Asn Arg His Glu Val Arg Lys Met Thr Leu Asp Arg 

1262 AGC GAG TAC ACC AGC CTC ATC CCC AAC CTG AGG AAC GTG GTC GCT 
417>Ser Glu Tyr Thr Ser Leu Me Pro Asn Leu Arg Asn Val Val Ala 

1307 CTG GAC ACG GAG GTG GCC AGC AAT AGA ATC TAC TGG TCT GAC CTG 
432>Leu Asp Thr Glu Val Ala Ser Asn Arg Me Tyr Trp Ser Asp Leu 

1352 TCC CAG AGA ATG ATC TGC AGC ACC CAG CTT GAC AGA GCC CAC GGC 
447>Ser Gin Arg Met Me Cys Ser Thr Gin Leu Asp Arg Ala His Gly 

1397 GTC TCT TCC TAT GAC ACC GTC ATC AGC AGG GAC ATC CAG GCC CCC 
462>Val Ser Ser Tyr Asp Thr Val lie Ser Arg Asp Me Gin Ala Pro 

1442 GAC GGG CTG GCT GTG GAC TGG ATC CAC AGC AAC ATC TAC TGG ACC 
477>Asp Gly Leu Ala Val Asp Trp Me His Ser Asn Me Tyr Trp Thr 

FIGURE 5B 



r 



1487 GAC TCT GTC Civ, GGC ACT GTC TCT GTT GCG GA'r ACC AAG GGC GTG 
492>Asp Ser Val Leu Gly Thr Val Ser Val Ala Asp Thr Ly s Gly Va I 

1532 AAG AGG AAA ACG TTA TTC AGG GAG AAC GGC TCC AAG CCA AGG GCC 
507>Lys Arg Ly s Thr Leu Phe Arg Gl u Asn Gly Ser Ly s Pro Arg Ala 

1577 ATC GTG GTG GAT CCT GTT CAT GGC TTC ATG TAC TGG ACT GAC TGG 
522> lie Val Val Asp Pro Val His Gly Phe Met Tyr Trp Thr Asp Trp 

1622 GGA ACT CCC GCC AAG ATC AAG AAA GGG GGC CTG AAT GGT GTG GAC 
537^Gly Thr Pro Ala Ly s Me Ly s Ly s Gly Gly Leu Asn Gly Val Asp 

1667 ATC TAC TCG CTG GTG ACT GAA AAC ATT CAG TGG CCC AAT GGC ATC 
552 ► I I e Tyr Ser Leu Val Thr Gl u Asn lie Gin Trp Pro Asn Gly Me 

1712 ACC CTA GAT CTC CTC AGT GGC CGC CTC TAC TGG GTT GAC TCC AAA 
567^ Thr Leu Asp Leu Leu Ser Gly Arg Leu Tyr Trp Val Asp Ser Lys 

1757 CTT CAC TCC ATC TCA AGC ATC GAT GTC AAT GGG GGC AAC CGG AAG 
582*Leu His Ser Me Ser Ser Me Asp Val Asn Gly Gly Asn Arg Lys 

1802 ACC ATC TTG GAG GAT GAA AAG AGG CTG GCC CAC CCC TTC TCC TTG 
597>Thr Me Leu Gl u Asp Gl u Lys Arg Leu Ala His Pro Phe Ser Leu 

1847 GCC GTC TTT GAG GAC AAA GTA TTT TGG ACA GAT ATC ATC AAC GAA 
612*Ala Val Phe Gl u Asp Lys Val Phe Trp Thr Asp Me Me Asn Gl u 

1892 GCC ATT TTC AGT GCC AAC CGC CTC ACA GGT TCC GAT GTC AAC TTG 
627>Ala Me Phe Ser Ala Asn Arg Leu Thr Gly Ser Asp Val Asn Leu 

1937 TTG GCT GAA AAC CTA CTG TCC CCA GAG GAT ATG GTC CTC TTC CAC 
642* Leu Ala Gl u Asn Leu Leu Ser Pro Gl u Asp Met Val Leu Phe His 

1982 AAC CTC ACC CAG CCA AGA GGA GTG AAC TGG TGT GAG AGG ACC ACC 
657»Asn Leu Thr Gin Pro Arg Gly Val Asn Trp Cys Gl u Arg Thr Thr 

2027 CTG AGC AAT GGC GGC TGC CAG TAT CTG TGC CTC CCT GCC CCG CAG 
S12> Leu Ser Asn Gly Gly Cys Gin Tyr Leu Cys Leu Pro Ala Pro Gin 

2072 ATC AAC CCC CAC TCG CCC AAG TTT ACC TGC GCC TGC CCG GAC GGC 
687> II e Asn Pro His Ser Pro Lys Phe Thr Cys Ala Cys Pro Asp Gly 

2117 ATG CTG CTG GCC AGG GAC ATG AGG AGC TGC CTC ACA GAG GCT GAG 
702>Met Leu Leu Ala Arg Asp Met Arg Ser Cys Leu Thr Gl u Ala Glu 

2162 GCT GCA GTG GCC ACC CAG GAG ACA TCC ACC GTC AGG CTA AAG GTC 
717>Ala Ala Val Ala Thr Gin Glu Thr Ser Thr Val Arg Leu Lys Vat 

2207 GTC CCT GAT AAA ACT GTG AGA TGG TGT GCA GTG TCG GAG CAT GAG 
732>VaM Pro Asp Lys Thr Val Arg Trp Cys Ala Val Ser Glu His Gi u 
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2252 SSS ASI AA£ CM A£X l^Q £££ SAC CM! Aa^: AM ASC SIC AH 

747>Ala Thr Uys Cy s Gin Ser Phe Arg Asp His Met Ly s Ser Val lie 

2297 SSA i£S SAX SSX CCS ASI SH SCI ISI SIS MS AM SSS ICS IAS 
762>Pro Ser Asp Gly Pro Ser Val Ala Cy s Val Lys Ly s Ala Ser Ty r 

2342 SH S&X ISS AXS ASS SSS AH SSS SSA MS SM SSS SM! SSX GTG 
777^ Leu. Asp Cys Me Arg Ala lie Ala Ala Asn Glu Ala Asp Ala Val 

2387 ASA SIS SM! SSA SSI US SIS IM! SM! SSI IAS US SCI CSC MI 
792>Thr Leu Asp Ala Gly Leu Val Ty r Asp Ala Ty r Leu Ala Pro Asn 



2432 MS SIS MS SSI SIS SIS SCA SAS US IM! SSS ISA AM SAS SM! 
807^Asn Leu Lys Pro Val Val Ala Glu Phe Ty r Gly Ser Lys Glu Asp 

2477 SSA SAS ACI US XAX IAI SSI SH SSI SIS SIS AAS AM SAX ASI 
822^Pro Gin Thr Phe Ty r Ty r Ala Val Ala Val Val Lys Lys Asp Ser 

2522 SSS US SAS MS MS SAS SH SS& SSS MS MS ICC XSS C&C ACS 
837>Gly Phe Gin Met Asn Gin Leu Arg Gly Lys Lys Ser Cys His Thr 

2567 SSI SIA SSS ASS XSS SCI SSS XSS AAS AXS CSC AXA SSS HA SH 
852>Gly Leu Gly Arg Ser Ala Gly Trp Asn Me Pro Me Gly Leu Leu 

2612 XAC XSX SAC XXA SSI SAS CCA CSX AM SSI SH SAS AM SCA GTG 
867>Tyr Cys Asp Leu Pro Glu Pro Arg Lys Pro Leu Glu Lys Ala Val 

2657 SCC AAX XXS HC ICS SSS ASS XSE SSS SCI XSX SSS SM! SSS ACS 
882>Ala Asn Phe Phe Ser Gly Ser Cys Ala Pro Cys Ala Asp Gly Thr 

2702 SAS US SSS SAS SIS XSX SM SIS XSX SSA SSS XSX SSS ISC XSS 
897>Asp Phe Pro Gin Leu Cys Gin Leu Cys Pro Gly Cys Gly Cys Ser 

2747 ACS SH AAS SM IAS HC SSS IAS ICS SSA SSS HS AAS TGT CTG 
912>Thr Leu Asn Gin Ty r Phe Gly Ty r Ser Gly Ala Phe Lys Cys Leu 

2792 AAS SAX SSI SCI SSS SAX SIS SSC HI SIC AAS SAS XSS ASI AXA 
927>Lys Asp Gly Ala Gly Asp Val Ala Phe Val Lys His Ser Thr Me 

2837 m SAS AAS HS SSA AAS AAS SCI SAS ASS SAS CAS IAI SAS CTG 
942>Phe Glu Asn Leu Ala Asn Lys Ala Asp Arg Asp Gin Ty r Glu Leu 

2882 SH XSS CIA SAS AAS ASS SSS AAS SSS SIA SAX SM XAS AAS SAS 
957^Leu Cys Leu Asp Asn Thr Arg Lys Pro Vai Asp Glu Ty r Lys Asp 

2927 ISS SAS XXS SSS CAS SIS SSI XSX SAX ACS SIS SIS SSC SSA ASI 
972>Cys His Leu Ala Gin Val Pro Ser His Thr Val Val Ala Arg Ser 

2972 AXS SSS SSS AAS SAS SAS HS AXS XSS SAS CH CXC AAS CAS SCC 
987^Met Gly Gly Lys Glu Asp Leu Me Trp Glu Leu Leu Asn Gin Ala. 
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3017 £AS QM CAI £a_ SSC Ma GAC 
1002>Gln Glu His Phe Gly Ly s Asp 

3062 ASC ICI CCI CAI SSS MS GAC 
1017>Ser Ser Pro His Gly Lys Asp 

3107 sss m ha am sic ccc cca 

1032»Gly Phe Leu Lys Vat Pro Pro 



MA ICA AM SM HC CM CIA HC 
Lys Ser Lys Glu Phe Gin Leu Phe 

cis cis in ms sac id sec cac 

Leu Leu Phe Lys Asp Ser Ala His 

ASS MS SAI SCC MS AIS IAC CIS 
Arg Met Asp Ala Lys Met Tyr Leu 



3152 SSCIAESASlAESICAdSCCAICCSSAAlClACSSSMS^ 
1047>Gly Tyr Glu Tyr Val Thr Ala lie Arg Asn Leu Arg Glu Gly Thr 

3197 ISC CCA SM SCC CCA ACA SAI SM ISC AAS CCI SIS AAS ISS TGT 
1062>Cys Pro Glu Ala Pro Thr Asp Glu Cy s Lys Pro Val Lys Trp Cy s 

3242 SCS CIS ASC CAC CAC SAS ASS C1C AAS IS1 SAI SAS ISS ASI SZE 
1077^Ala Leu Ser His His Glu Arg Leu Lys Cy s Asp Glu Trp Ser Val 

3287 AAC ASI SIA SSS AM AIA SAS IS1 S1A ICA SCA SAS ACC ACC SM 
1092>Asn Ser Val Gly Lys Me Glu Cys Val Ser Ala Glu Thr Thr Glu 



3332 SAC ISC AIC SCC AAS AIC AIS AA1 SSA SM SCI SAI SCC AIS ASC 
1107> Asp Cys lie Ala Lys lie Met Asn Gly Gl u Ala Asp Ala Met Ser 



3377 US SAI SSA sss in SIC IAC ASA SCS SSC AAS ISI SSI CIS SIS 
1122^Leu Asp Gly Gly Phe Val Tyr Me Ala Gly Lys Cys Gly Leu Val 

3422 CCI SIC IIS SCA SM AAC IAC AA1 AAS ASC SAI AAI ISI CAS SAI 
1137^Pro Val Leu Ala Glu Asn Tyr Asn Lys Ser Asp Asn Cys Glu Asp 

3467 ACA CCA SAS SCA SSS IAI HI SCI SIA SCA SIS SIS AAS AM ICA 
1152*Thr Pro Glu Ala Gly Tyr Phe Ala Val Ala Val Val Lys Lys Ser 



3512 SCI ICI SAC CIC ACC ISS SAC AAI CIS AM SSC AAS AAS ICC ISC 
1167>Ala Ser Asp Leu Thr Trp Asp Asn Leu Lys Gly Lys Lys Ser Cys 

3557 CA1 ACS SCA SII SSC ASA ACC SCI SSC ISS AAC AIC CCC AIS SSC 
1182^His Thr Ala Val Gly Arg Thr Ala Gly Trp Asn Me Pro Met Gly 

3602 CIS CIC IAC AAI AAS AIC AAC CAC ISC ASA III SAI SM III IIC 
1197^Leu Leu Tyr Asn Lys Me Asn His Cys Arg Phe Asp Glu Phe Phe 



3647 ASI SM SSI ISI SCC CCI SSS ICI AAS AM SAC ICC ASI CIC ISI 
1212>Ser Glu Gly Cys Ala Pro Gly Ser Lys Lys Asp Ser Ser Leu Cys 

3692 AAS CIS ISI AIS SSC ICA SSC CIA AAC CIS ISI SM CCC AAC AAC 
1227^Lys Leu Cys Met Gly Ser Gly Leu Asn L,eu Cys Glu Pro Asn Asn 

3737 AAA SAS SSA IAC IAC SSC IAC ACA CSC SCI IIC ASG TGT CTG GTT 
1242> Lys Glu Gly Tyr Tyr Gly Tyr Thr Gly Ala Phe Arg Cys Leu Val 



FIGURE 5E 



3782 GAS MG QQA £T£ Q££ JH QT£ AAA £A£ ^ ££T SIC CAG 

1257>Glu Lys Gly Asp Val Ala Phe Val Ly s His Gin Thr Val Pro Gin 

382? Me ^sgs^ma Mcm:^^MS£iMSMias am: 

1272>Asn Thr Gly Gly Lys Asn Pro Asp Pro Trp Ala Lys Asn Leu Asn 

3872 QMk AM SAC IAI GAS IIS CIS ISC CH SAI CSX ACC ACS AM CCI 
1287>Glu Lys Asp Ty r Gl u Leu Leu Cy s Leu Asp Gly Thr Arg Lys Pro 

3917 SISSASSASIAIGCSAACISCCACClGSCCASASCCCffi 
1302>Val GIu Glu Ty r Ala Asn Cy s His Leu Ala Arg Ala Pro Asn His 

3962 SCI CSS SIC ACA CCS AAA SAI AAS CM SCI ISC SIC CAC AAS AIA 
1317>Ala Val Val Thr Arg Lys Asp Lys Glu Ala Cy s Val His Lys Me 

4007 HA CSI CM CAS CAS CAC CIA HI SSA ASC AAC SIA Ad SAC ISC 
1332^Leu Arg Gin Gin Gin His Leu Phe Gly Ser Asn Val Thr Asp Cy s 

4052 ICS SSC AAC HI ISX US HC CSS ICS SM ACC AAS SAC CH CIS 
1347^Ser Gly Asn Phe Cy s Leu Phe Arg Ser Glu Thr Lys Asp Leu Leu 

4097 HQ ASA SAI SAC ACA SIA ISI US SCC AM CH CAI SAC ASA AAC 
1362>Phe Arg Asp Asp Thr Val Cy s Leu Ala Lys Leu His Asp Arg Asn 

4142 ACA IAI SM AM XAC HA SSA SM SM IAI SIC AAS SCI SH SSI 
1377^Thr Ty r Glu Lys Ty r Leu Gly Glu Glu Ty r Val Lys Ala Val Gly 

4187 AAC CIS ASA AM ISC ICC ACC ICA ICA CIC CIS SM SCC ISC ACT 
1392>Asn Leu Arg Lys Cys. Ser Thr Ser Ser Leu Leu Glu Ala Cy s Thr 

4232 HC CSI ASA CCI TAAAATCTCAGAGGTAGGGCTGCCACCAAGGTGAAGATGGGAAC 
1407 ► Phe Arg Arg Pro ••• 

4288 GCAGATGATCCATGAGTTTGCCCTGGTTTCACTGGCCCAAG 

4348 CTGTCTTCACAGCTCTGTGTTGCCATGTGTGCTGAACA 

4408 TTTATATTTCGGGGGGGGGGCTGCAGCCCCTAGACCTGAGGGTCCCCACCTC 

4468 GAGAGTATCAGGTCTCCCACGTGGGAGACAAGAAATCCCTGTTTAATATTTAAACAGCAG 

4528 TGTTCCCCATCTGGGTCCTTGCACCCCTCACTCTGGCCTCAGCCGACTGCACAGCGGCCC 

4588 CTGCATCCCCTCTAGA 
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